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Table 1: ACE decomposition of phenotype variance and covariance.  Standard Errors in Parentheses 
 Acq1  Acq2  Acq3  ERS  
Variance         
Heritability (A)  0.251 * 0.341 ** 0.294 ** 0.195  
 (0.117)  (0.108)  (0.113)  (0.195)  
Common Environment (C)  0.109  0.113  0.102  0.324 * 
 (0.1)  (0.094)  (0.096)  (0.161)  
Unique Environment (E)  0.64 *** 0.546 *** 0.605 *** 0.481 *** 
 (0.038)  (0.034)  (0.037)  (0.069)  
         
Covariance Between Wave I and II         
Heritability (A)  0.251 * 0.341 ** 0.294 ** 0.195  
 (0.117)  (0.108)  (0.113)  (0.195)  
Common Environment (C)  0.109  0.113  0.102  0.314 + 
 (0.1)  (0.094)  (0.096)  (0.161)  
Unique Environment (E)  0.222 *** 0.149 *** 0.174 *** 0.291 *** 
 (0.039)  (0.033)  (0.037)  (0.075)  
Total Covariance 0.582 *** 0.603 *** 0.569 *** 0.8 *** 
 (0.023)  (0.022)  (0.024)  (0.037)  
         
Controls Variables         
Female 0.03  0.09 ** 0.101 *** 0.172 *** 
 (0.03)  (0.03)  (0.029)  (0.037)  
Age 0.013  0.154 *** 0.164 *** 0.235 *** 
 (0.02)  (0.03)  (0.03)  (0.033 )  
         
+ p<0.10, * p<0.05, ** p<0.01, *** p<0.001 
Notes: Results are all standardized.  Extreme response loadings are sightly different once age and 
sex are controlled for.  Rough magnitude and significance of the loadings have not changed and 
therefore are not reported. Discrepancies observed between the test-retest reliability correlation and 












Table 2: ACE decomposition of phenotype variance and covariance with additional controls.  Standard errors in parentheses.  
 Acq1 ct ed Acq1 ct inc Acq2 ct ed Acq2 ct inc Acq3 ct ed Acq3 ct inc ERS ct ed ERS ct inc 
Variance                 
Heritability (A)  0.258 * 0.239 * 0.288 * 0.34 ** 0.211 + 0.28 * 0.187  0.2  
 (0.119)  (0.119)  (0.114)  (0.11)  (0.118)  (0.115)  (0.199)  (0.196)  
Common Environment (C)  0.085  0.104  0.101  0.096  0.114  0.088  0.308 + 0.309 + 
 (0.101)  (0.1)  (0.098)  (0.095)  (0.099)  (0.097)  (0.164)  (0.161)  
Unique Environment (E)  0.657 *** 0.657 *** 0.612 *** 0.564 *** 0.675 *** 0.632 *** 0.505 *** 0.491 *** 
 (0.038)  (0.039)  (0.037)  (0.035)  (0.039)  (0.038)  (0.07)  (0.07)  
                 
Covariance Between Wave I and II                 
Heritability (A)  0.258 * 0.239 * 0.288 * 0.34 ** 0.211 + 0.28 ** 0.187  0.2  
 (0.119)  (0.119)  (0.114)  (0.11)  (0.118)  (0.115)  (0.199)  (0.196)  
Common Environment (C)  0.085  0.104  0.101  0.096  0.114  0.088  0.306 + 0.302 + 
 (0.101)  (0.1)  (0.098)  (0.095)  (0.099)  (0.097)  (0.164)  (0.161)  
Unique Environment (E)  0.226 *** 0.228 *** 0.175 *** 0.147 *** 0.202 *** 0.178 *** 0.289 *** 0.283 *** 
 (0.039)  (0.04)  (0.037)  (0.034)  (0.04)  (0.039)  (0.077)  (0.077)  
Total Covariance 0.568 *** 0.571 *** 0.564 *** 0.583 *** 0.528 *** 0.546 *** 0.782 *** 0.784 *** 
 (0.023)  (0.023)  (0.024)  (0.023)  (0.025)  (0.025)  (0.043)  (0.043)  
                 
Controls Variables                 
Female 0.008  -0.038  0.059 * 0.004  0.072 ** 0.013  0.156 *** 0.158 *** 
 (0.029)  (0.032)  (0.029)  (0.032)  (0.028)  (0.031)  (0.035)  (0.04)  
Age -0.01  -0.001  0.121 *** 0.136 *** 0.124 *** 0.14 *** 0.217 *** 0.239 *** 
 (0.029)  (0.029)  (0.028)  (0.029)  (0.027)  (0.028)  (0.037)  (0.035)  
Education -0.173 ***  -0.26 ***  -0.265 ***  -0.142 ***  
 (0.026)    (0.026)    (0.025)    (0.034)    
Income   -0.148 ***  -0.192 ***  -0.202 ***  -0.039  
   (0.026)    (0.026)    (0.026)    (0.034)  
+ p<0.10, * p<0.05, ** p<0.01, *** p<0.001         




















































































































 -2LL Chi-Square df p-value 
Extreme Response Style     
Phenotypic Saturated Model 16368.972    
    ACE Model 16376.758 7.786 6 0.25 
     
Extreme Response Style w/ Education    
Phenotypic Saturated Model 16001.668    
    ACE Model 16008.9 7.232 6 0.30 
     
Extreme Response Style w/ Income     
Phenotypic Saturated Model 22156.824    
    ACE Model 22164.146 7.322 6 0.29 
     
     
Acquiescence 1     
Phenotypic Saturated Model 19213.212    
    ACE Model 19220.166 6.954 10 0.73 
     
Acquiescence 1 w/ Education     
Phenotypic Saturated Model 24960.928    
    ACE Model 24966.234 5.306 10 0.87 
     
Acquiescence 1 w/ Income     
Phenotypic Saturated Model 24778.632    
    ACE Model 24785.604 6.972 10 0.73 
     
     
Acquiescence 2     
Phenotypic Saturated Model 20702.882    
    ACE Model 20710.726 7.844 10 0.64 
     
Acquiescence 2 w/ Education     
Phenotypic Saturated Model 26394.462    
    ACE Model 26399.71 5.248 10 0.87 
     
Acquiescence 2 w/ Income     
Phenotypic Saturated Model 26243.546    
    ACE Model 26251.856 8.31 10 0.60 
     
     
Acquiescence 3     
Phenotypic Saturated Model 21682.208    
    ACE Model 21689.9 7.692 10 0.66 
     
Acquiescence 3 w/ Education     
Phenotypic Saturated Model 27366.442    
    ACE Model 27372.732 6.29 10 0.79 
     
Acquiescence 3 w/ Income     
Phenotypic Saturated Model 27217.57    
    ACE Model 27225.242 7.672 10 0.66  Note:  Degrees of freedom for Extreme Response Style is less then for Acquiescence.   The Extreme Response Style model has fewer estimates because the IRT model used to produce the latent scores restricts their variance to 1.  For this reason total variance of the phenotype is not an estimate and Unique Environment is calculates as 1 – Heritability ‐ Common Environment. 
